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Mixing distribution, 810 
Mixture, 1264 
of drugs, 1494 
normal, 1461 
Mixture models, 756, 843 
Mixture toxicity, 716 
Model(s). See also individually 
named models 
criticism, 843 
hierarchical. See Hierarchical 
models 
linear. See Linear models 
random effects. See Random 
effects model 
selection, 888 
Modified score function, 1543 
Moments, 920 
method, 413 
Monotherapy, 1483 
Monte Carlo methods, 276, 1206 
Markov chain, 236, 318, 1085, 
1117 
procedures, 665 
Motor vehicle accident data, 533 
Multinomial distribution, 461 
Multiple alleles, 1064 
Multiple comparisons, 946 
with a control, 217 
Scheffé’s method, 589 
Multiple endpoints, 73 
Multiple imputation, 358 
Multiple population models, 195 
Multiple time series, 448 
Multiplicative random effects 
model, 864 
Multistage models, 1278 
Multivariate model, linear, 1133 
Multivariate random length data, 
195 
Multivariate t distribution, 205, 
217 


Natural family planning, 405 


XXiv 

Nearest neighbor estimator, sym- 
metrized, 1105 

Nest survival, 51 

Neuroimaging data, 627 

Nonequidistant design, 12 

Nonignorable nonresponse, 330, 
1042 

Nonlinear mixed effects, 1236 

Nonlinear regression, 920, 1085 

models, 142 

Non-nested hypotheses, 114 

Nonparametric estimation, 571 

Nonparametric regression, 12, 
1105 

Nonparametric tests, 323, 1163 

Non-proportional hazards, 1550 

Nonresponse, nonignorable, 330, 
1042 

Nonterminal censoring, 425 

Normal distribution, 114 

Normal mixture, 1461 

Norms, 1105 

Nuclei, S-phase, 750 

Nucleotide substitution, 552 


Occult tumors, 73 
Odds ratio, 351 

global, 268 
Open models, 128, 293 
Optimal fertilizer strategy, 338 
Optimality theory, 1338 
Optimal surveillance, 437 
Ordinal trait, 1252 
Overdispersion, 1117, 1400 
Ovulation, 405 
Ovum, 405 


Pairwise estimates, 276 
Parallelism, 920 

lack of, 731 
Parameter invariance, 1001 
Parameter symmetry, 100i 
Parametric models, 249, 977 
Parasitic wasp, 822 
Parent-offspring regression, 822 
Partial likelihood, 1502 
Partial residuals, 1469 
Passive surveillance, 831 
Pearson product moment correla- 

tion, 268 

Pediatric cancer, clinical trials, 


Pedigree data, 318 
Penalized likelihood, 579, 1550 
Periodicity, 1140 
Permutations, 1361 
Permutation test, 969 
Permuted block, 1338 
Personality, 1411 
Pest prevention, 482 
Petersen estimator, 461 
Phase I trials, 1053 
Phase II trials, 1053 

multiple endpoints in, 1372 

toxicity considerations in, 1372 
Pheromones, 259 
Plants 

breeding, 1017 

import quarantine, 482 
Poisson distribution, 738 
Poisson models, 1117 
Poisson regression, 491 
Polychoric correlation, 268 


Polygon, minimum convex, 1206 
Polymorphic locus, 1064 
Pooled test, 1483 
Population(s) 

assessment, 471 

dynamics, 1418 

estimation, 461 

models, multiple, 195 

size, 128 

stationary, 347 
Portmanteau test, 1536 
Power, 932, 1400 

and sample size, 1411 
Predictor, best unbiased, 552 
Probability proportional to habi- 

tat sampling, 777 
Probability sampling, unequal, 
471 

Probit, 491, 716 
Prognostic factors, 1338 
Progressive censoring, 571 
Proportional hazards, 1502 
Proportional hazards model, 1469 
Proportion of infection, 482 
p sample problem, 1147 
p values 

adjusted, 217 

generalized, 589 


QTL, 87 

Quadratic form, 920 

Quantile estimation, simulation- 
based, 217 

Quantile regression, 1105 

Quantitative genetic, 822 

Quantitative trait loci, 1252 

Quarantine, import plant, 482 

Quasi-likelihood, 1400 

Quasi-symmetry, 1001 


Radiation, ionizing, 1278 
Radiation therapy, 899 
Radio telemetry, 1206 
Random effects, 853, 1264, 1292 
Random effects model, 600, 1053 
multiplicative, 864 
Randomization, 1529 
Random length data, multivari- 
ate, 195 
Random mating, 1064 
Random minima, 363 
Random variable transforma- 
tions, 1236 
Ranking model, Mallows,’ 1361 
Rank statistics, 1175 
Rate parameter, 284 
Rates of change, 21 
Rate variation, spatial, 552 
number,”’ 822 
Recurrence, of tumors, 437 
Recurrence time, forward, 347 
Reference method, 1206 
References values, 1105 
Regional data, 338 
Regression 
artificial, 114 
censored, 1147 
conditional logistic, 533 
Cox, 524 
linear, 169 
lines, simultaneous confidence 
intervals for, 731 
logistic, 491, 899 


to the mean, 1053 
nonlinear, 142, 920, 1085 
nonparametric, 1105 
parent-offspring, 822 
Poisson, 491 
quantile, 1105 
Rejection sampling, adaptive, 
1117 
Relatedness, 100 
Relative incidence, 228 
Relative potency, 1133 
Relative rate, 853 
Relative risk, 182, 853 
models, 1502 
REML, 744, 1429, 1440 
Removal method, 471 
Renewal process, alternating, 347 
Repeated measures, 21, 151, 
1053, 1514 
Reporting rates, variable, 687 
Resource selection, 709 
Retrospective analysis, 228 
Right-censoring, 1147 
Ring recovery data, 1418 
Ring-recovery data, 687 
Risk(s) 
absolute, 182 
independent competing, 524 
linear relative, 1502 
relative, 182, 853 
Risk analysis, 491 
Robustness, 293, 731, 1400, 1429 
ROC curve, 330, 1514 


Sample selection models, 151 
Sample size, 351 
bias correction, 1206 
power and, 1411 
Sampling, 482 
adaptive rejection, 1117 
capture-recapture, 128, 461 
cluster, 571, 764, 777, 1064 
complex, 571 
Gibbs, 665, 687, 843, 1117 
habitat, 777 
line transect, 1325 
selection models, 151 
unequal probability, 471 
Sampling-based inference, 1085 
Sp, distribution, 61 
Scheffé’s method of multiple 
comparison, 589 
Score function, modified, 1543 
Score tests, 542, 600, 738, 1292, 
1400 
Screening, 437 
Screening trials, cancer, 31, 44 
Secondary attack rate, 956 
Selection, 1053 
Selection index, 709 
Self-consistency, 1096 
Semiparametric, 920 
Semiparametric estimation, 502 
Semiparametric models, 358, 977, 
1384 
Semivariogram estimates, 627 
Sensitivity, 1514 
Sequences, 100 
Sequential methods 
group, 1175 
Sequential test, 946 
group, 1152 
Sex ratio, 822 


Shigella sonnei, 956 
Significance test, 1216, 1411 
Simon designs, 1372 
Simulation, 687 
Simulation-based quantile estima- 
tion, 217 
Simulation experiment, 777 
Simulation study, 1033 
Simultaneous analysis, 1418 
Simultaneous confidence inter- 
vals for regression lines, 731 

Simultaneous inference, 217 
Size, 1400 
Slope, 1344 
S method, 142 
Smoothing, 12, 579 
Smoothing splines, 1352 
Smooth models, 1140 
Software, 1418 
Sojourn time, 31 
Source localization, dipole, 448 
Sparse contingency table, 1064 
Spatial analysis, 1440 
Spatial automodels, 665 
Spatial correlation, 627, 1536 
Spatial rate variation, 552 
Spatial statistics, 393 
Specificity, 1514 
Spectral analysis, 448 
Spectral decomposition, 1344 
Sperm, 405 
S-phase nuclei, 750 
Splines, 874, 1236 

smoothing, 1352 
Standardized difference, 351 
Stationary populations, 347 
Statistical modeling, 31 
Statistical order, 679 
Stepwise tests, 217 
Stevens test, generalized, 354 
Stochastic model, 100, 363 
Stochastic ordering, 195 
Stopping, early, 1372 
Stratification, 461 
Study extension, 1315 
Subset selection, 1451 
Summary analysis, 810 
Surrogate endpoints, 969 
Surveillance 

optimal, 437 

passive, 831 


Survival analysis, 347, 843, 1175, 
1502 


Survival data, 1197 

avian, 1418 

censored, 249, 874, 969 

correlated, 425 
Survival function, 249 
Survival method, nest, 51 
Survival model, implicit, 249 
Survival rate, 128 
Survival/sacrifice experiments, 73 
Survival times, 1502 
Surviving fraction, 756 
Symmetrized nearest neighbor 

estimator, 1105 

Symmetry, 1001 


Tail-probability approximation, 
61 


tau distance, Kendall’s, 1361 
Taylor series variance, 764 
t Distribution, multivariate, 205, 
217 
Telemetry, radio, 1206 
Test(s), 1033. See also specific 
test 
of average partial association, 
1163 
for equality of variances, 589 
locally most powerful, 1361 
of significance, 1411 
Time dependence, 687 
Time-dependent correlation coef- 
ficient, 1384 
Time series, multiple, 448 
Tolerance limits, 205 
Toxicity 
considerations in Phase II tri- 
als, 1372 
correlation with clinical re- 
sponse, 1372 
developmental data, 512, 764, 
1523 
Toxicity mixture, 716 
Trait loci, quantitative, 1252 
Traits, composite and ensemble, 
822 
Trap response, 293 
Treatment allocation, dynamic, 
1338 
Treatment difference, estimation 
of average, 1163 


Trials 
clinical. See Clinical trials 
maximum duration, 1175 
Phase I/II, 1053 
Truncation, 51, 533, 1096 
Tumors 
estimation of onset time, 437 
incidence rates, 73 
recurrence, 437 
Two-by-two crossover trial, 932 
Two-stage clinical trials, 1372 
Two-way elimination of heteroge- 
neity design, 1133 
Two-way table, 1017 
Type I error rate, 932, 1315 
Type I error spending function, 
988 


Unbalanced designs, 217 

Unbiased predictor, 552 

Under-dispersion, 1400 

Under-reporting, 831 

Unequal capture probabilities, 
471 


Unequal catchability, 293 
Unequal probability sampling, 
471 


Urn model, 1529 


Vaccine reactions, 228 
Variability, components of, 182 
Variable reporting rates, 687 
Variable selection, 1451 
Variable transformations, ran- 
dom, 1236 
Variance(s), 1344 
components, 1429, 1440 
equality testing, 589 
ratios, 205 
Taylor series, 764 
Vitamin A, 12 
von Mises distribution, 259 


Wasp, parasitic, 822 

Waterfowl surveys, 777 

Weibull distribution, 61, 716 

Weighted least squares, 1418, 
1429 

Wilcoxon statistic, 571, 1175 


X? test, 1064 
Zero inflation, 738 
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